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Curriculum vitae Jennifer F. Kugel

Current Research Support
Awarding agency: NSF
Grant number: MCB 2242824
Principal Investigator: Jennifer F. Kugel
Co-PI: James A. Goodrich
Title: Investigating mechanisms of RNA polymerase II transcription and regulation using single
molecule fluorescence
Awarding agency: NIH
Grant number: RO1 GM 148613
Principal Investigator: Jennifer F. Kugel
Co-I: James A. Goodrich
Title: Unraveling the biological roles of specific miRNAs, from experimental target identification
through functional characterization

Classroom Teaching

Ongoing Advanced Topics in Signal Transduction and Cell Cycle Regulation
BCHM 5801, University of Colorado at Boulder
Guest Lecturer

Ongoing Biochemistry Laboratory
BCHM 4761, University of Colorado at Boulder
Design and teach novel experimental modules

Mentoring/Non-classroom teaching

Ongoing Advisor for Ph.D. students (19); undergraduate researchers (36); post-
doctoral researchers (8); professional research assistants (14)

Select Professional Service

Ongoing Reviewer for NSF and NIH grant applications

Ongoing Reviewer for research manuscripts submitted to >25 different jounals
Select Outreach

Ongoing Member of FabFems. An online resource for connecting girls with female

mentors that work in STEM fields.

Ongoing Participate in a career days and one-on-one mentoring for middle school
and high school students interested in biomedical research and careers.



