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Pontes, L. L. D. F., Alberich-dorda, M., Zhang, P., Wu, M., D’Alo, F., Melnick, A., Leone, G., Ebralidze, K.
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M. F., Moore, J. C., Lai, V., Gong, G., Yancopoulos, G. D., Frendewey, D., Kellis, M., Hart, R. P.,
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Keynote Speaker Lectures:

2015
2015
2020
2021
2021
2023

2023

2024

Keynote Speaker, Genome Regulation, Cold Spring Harbor Laboratories, USA
Keynote Speaker, ETH Annual Student Retreat, Switzerland

Keynote Speaker, IEEE Bioinformatics and Biomedicine Conference, Virtual
Keynote Speaker, Annual Danish RNA Society meeting, Denmark

Keynote Speaker, HUB-IBMS-Pathology (HiP) Research Symposium, S. Africa
Keynote Speaker, Annual Precision Genomics Meeting, Cincinnati Children’s
Hospital, USA

Keynote Speaker, MD Anderson Genetics and Epigenetics (G&E) Graduate Program
annual retreat, USA

Keynote Speaker, 20" Annual Brazil Bioinformatics Conference (X-conference),
Brazil

Invited Speaker Lectures:

2002

2006

2006

2007

2007
2007
2007
2007
2007
2008

2009

2009
2009
2010
2010
2010
2010
2010
2010
2010
2010

2010
2010
2010

Invited Speaker, Annual Yeast Genetics and Molecular Biology Meeting, University of
Wisconsin, USA

Invited Speaker, Cold Spring Harbor Systems Biology Meeting, Cold Spring Harbor
Laboratories, USA

Invited Speaker, Federation of American Societies for Experimental Biology
Transcriptional Regulation Meeting, Vermont Academy, USA

Invited Speaker, Cold Spring Harbor Systems Biology Workshop, Cold Spring Harbor
Laboratories, USA

Invited Speaker, University of Pennsylvania, USA

Invited Speaker, Columbia University, USA

Invited Speaker, University of San Diego, USA

Invited Speaker, Keystone Meeting on Epigenetics, USA

Invited Speaker, Weizmann Institute of Genetics, Israel

Invited Speaker, Cold Spring Harbor Systems Biology Workshop, Cold Spring Harbor
Laboratories, USA

Invited Speaker, Cold Spring Harbor Biology of Genomes, Cold Spring Harbor
Laboratories, USA

Invited Speaker, Society for Investigative Dermatology, Oregon, USA

Invited Speaker, Abcam Epigenetics Meeting

Invited Speaker, Stanford University, USA

Invited Speaker, Yale University, USA

Invited Speaker, Cold Spring Harbor Systems Biology Meeting, USA

Invited Speaker, National Institutes of Environmental Health Safety, USA

Invited Speaker, Mount Desert Biological Laboratories Stem Cell Meeting

Invited Speaker, Business Innovation Factory

Invited Speaker, New York University, USA

Invited Speaker, Abcam: Stochastic Events in Stem Cell Differentiation and
Reprogramming

Invited Speaker, University of Massachusetts Worcester Medical School, USA
Invited Speaker, New York Academy of Sciences, USA

Invited Speaker, European Molecular Biology Organization | European Molecular
Biology Laboratories Symposia on Non-coding RNA, Germany
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2010 Invited Speaker, Lorne Genome Conference, Australia

2010 Invited Speaker, International Society for Computational Biology : Intelligent Systems
for Molecular Biology

2010 Invited Speaker, Gurdon Institute, United Kingdom

2011 Invited Speaker, University of Pennsylvania, USA

2011 Invited Speaker, Keystone Conference: MicroRNAs and Non-Coding RNAs and
Cancer/MicroRNAs and Human Disease, Canada

2011 Invited Speaker, The American Society for Molecular Biology and Biochemistry, USA

2011 Invited Speaker, Non-coding RNA, Epigenetic Memory and the Environment, England

2011 Invited Speaker, Symposium of RNA biology, Duke University, USA

2011 Invited Speaker, Genome Informatics Meeting, Cold Spring Harbor Laboratories, USA

2011 Invited Speaker, Case Western Reserve University, USA

2011 Invited Speaker, University of Minnesota, USA

2012 Invited Speaker, University of California San Diego, USA

2012 Invited Speaker, AACR Noncoding RNA in cancer meeting

2012 Invited Speaker, Keystone Symposium for Molecular Biology: ncRNA, USA

2012 Invited Speaker, Tulane University, USA

2012 Invited Speaker, National Institutes in Environmental Health Sciences, USA

2012 Invited Speaker, University of Texas Southwestern, USA

2012 Invited Speaker, Fred Hutch Institute, USA

2012 Invited Speaker, The Wistar Institute, USA

2012 Invited Speaker, Memorial Sloan Kettering, USA

2012 Invited Speaker, Rockefeller University, USA

2012 Invited Speaker, University of California, Santa Cruz, USA

2012 Invited Speaker, University of Pennsylvania, USA

2012 Invited Speaker, University of Colorado, Boulder, USA

2012 Invited Speaker, Rutgers University, USA

2013 Invited Speaker, National Institute of Aging, USA

2013 Invited Speaker, Atlas Venture Capital Annual Retreat, USA

2013 Invited Speaker, Banburry Meeting on Enhancers, Cold Spring Harbor Laboratories,
USA

2013 Invited Speaker, California Institute of Technology, USA

2014 Invited Speaker, National Academy of Sciences: Sackler Lecture, USA

2014 Invited Speaker, Annual RiboClub Meeting, Canada

2014 Invited Speaker, Cell Metabolism Meeting, USA

2014 Invited Speaker, University of Chicago, USA

2015 Invited Speaker, St. Jude Hospital, USA

2015 Invited Speaker, University of Massachusetts Worcester, USA

2015 Invited Speaker, Allan Foundation

2015 Invited Speaker, UPMC Non-coding Genome, France

2015 Invited Speaker, University of Utah, USA

2015 Invited Speaker, National Cancer Institute, USA

2015 Invited Speaker, Keystone Symposium Long non-coding RNAs: From evolution to
function, USA

2015 Invited Speaker, Keystone Symposium: DNA Methylation, USA

2015 Invited Speaker, Merck, USA

2015 Invited Speaker, Carnegie Mellon University, USA

2015 Invited Speaker, Gold Symposium, USA

2015 Invited Speaker, Abcam: RNA Biology

2015 Invited Speaker, National Institute of Environmental Health Sciences, USA

2015 Invited Speaker, Keystone Symposium: RNA and Cancer, USA

2015 Invited Speaker, Gordon Conference: Developmental Biology, USA

2015 Invited Speaker, Gordon Conference: Cell Proliferation, USA

2015 Invited Speaker, ETH Annual Student Retreat, Switzerland

2015 Invited Speaker, Royal Society: Long non-coding RNAs evolution of new epigenetic

and post-transcriptional functions, England
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2018
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2019
2020
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2023

2023
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Invited Speaker, European Molecular Biology Organization | European Molecular
Biology Laboratories Symposia on Non-coding RNA, Germany
Invited Speaker, University of Colorado, Boulder, USA
Invited Speaker, Epigenomics 2016, Puerto Rico
Invited Speaker, Keystone Symposium: Non-coding RNA and enhancers, USA
Invited Speaker, Gordon Conference: Post-transcriptional Gene Regulation, USA
Invited Speaker, Friedrich Miescher Institute, Switzerland
Invited Speaker, Non-coding RNA from function to evolution, Switzerland
Invited Speaker, Max Delbruck Center, Germany
Invited Speaker, Keystone Symposium: Non-coding RNAs: From disease to targeted
therapeutics, Canada
Invited Speaker, Gordon Conference: From mechanism to biological impacts, USA
Invited Speaker, Keystone Symposium: Cancer Epigenetics: New mechanisms, new
therapies, USA
Invited Speaker, Keystone Symposium: Long non-coding RNAs, USA
Invited Speaker, University of Pennsylvania, USA
Invited Speaker, European Molecular Biology Organization RNA: Structure meets
function, Sweden
Invited Speaker, ASBMB: Transcription regulation chromatin and RNA Polymerase II,
USA
Invited Speaker, University of Colorado Anschutz, USA
Invited Speaker, Keystone Symposium: Long non-coding RNA: From molecular
mechanisms to functional genetics, Canada
Invited Speaker, European Molecular Biology Organization Non-coding genome,
Germany
Invited Speaker, Purdue University, USA
Invited Speaker, University of Pittsburgh, USA
Invited Speaker, Keystone Symposium: Non-coding RNAs: Mechanism, function, and
therapies, Canada
Invited Speaker, Cold Spring Harbor Genome Architecture, Virtual
Invited Speaker, Cold Spring Harbor Non-coding RNAs, Virtual
Invited Speaker, RNA Society Annual Meeting, Virtual
Invited Speaker, IEEE, Japan, Virtual
Invited Speaker, Telluride Conference: Physical genomics and transcriptional
engineering, Virtual
Invited Speaker, Cape Town Biennial Research Symposium, South Africa, Virtual
Invited Speaker, AACR Special Conference on Cancer Epigenomics, USA
Invited Speaker, University of California, Los Angeles, USA, Virtual
Invited Speaker, Telluride Conference: Physical genomics and transcriptional
engineering, USA
Invited Speaker, EpiCypher 2023: Biological and Clinical Frontiers in Epigenetics,
Mexico



